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The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application Serial 



ial Number: 




Source: 

Date Processed by STIC: 
THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY 
EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT 
COMMUNICATION TO THE APPLICANT, WITH A NOTICE TO COMPLY 

or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, 
WITH A NOTICE TO COMPLY 

FOR FURTHER INFORMATION, PLEASE TELEPHONE MARK SPENCER, 
703-308-4212. 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM, ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 

Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1 1990 (old 
mles) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25. 

Checker Version 3 .0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result m fewer errored sequence 
listings, thus saving time and money. 

Checker Version 3-0 can he down loaded from the USPTO w ebsite at the following address: 

http://www.uspto.gov/web/offices/pac/checker 




inmary 



Sequence Listing Error 

• t 

PRROR DETECTED -~««TPn CORRECTION J^mm JN/M, HU 

NE w rules c~* " "° *™ 

RECEIVED 

JUG 16 M 



Wrapped Nucleics 



Wrapped Aminos 



Incorrect Line Length 

Misaligned Amino Acid 
Numbering 

Non-ASCII 



Variable Length 



Patentln ver. 2.0 "bug' 



Skipped Sequences 
(OLD RULES) 



Skipped Sequences 
(NEW RULES) 



Use of n's or Xaa's 
(NEW RULES) 



The numberAext at the end of each line "wrapped" down to the next line. 
This may occur if your file was retrieved in a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent -Wrapping". 

The amino acid number/text at the end of each line "wrapped " down to the next line. 
This may occur if your file was retrieved in a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent "wrapping". 

The ru.es require that a ,ine not exceed 72 characters in length. This inCudes spaceiECH CENTER 1600/2900 

The numbering under each 5th amino acid is misaligned. This may be caused by the use of tabs 
beleele numbering. It is recommended to delete any tabs and use spacing between fhe numbers, 

This file was not saved in ASCII (DOS) text, as required by the Sequence Rules. 

Please ensure your subsequent submission is saved in ASCII text so that it can be processed. 

Sequence(s) contain n's or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate in the (ix) feature section that some may be missing. 

A "bug" in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 
cpn. Jnrrfsl Normally, Patentln would automatically generate this sect.on from the 

pTev ous, coded nucleic acid sequence. Please manua.ly copy the «^^^^ > 
to the subsequent amino acid sequence. This applies pnmar.ly to the mandatory <220>-<223> 
sections for Artificial or Unknown sequences. 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: CHARACTERISTICS") 
(i) SEQUENCE CHARACTERISTICS:^ not insert any head.ngs under SEQUENCE CHARACTERS ios > 

(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: 
This sequence is intentionally skipped 

Please also adjust the "(iii) NUMBER OF SEQUENCES:" response to include the skipped sequences). 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence. 

<210> sequence id number 
<400> sequence id number 
000 

Use of n's and/or Xaa's have been detected in the Sequence Listing. 
Use of <220> to <223> is MANDATORY if n's or Xaa's are present. 

"n <220> tc <223> section, p.ease explain location of n or Xaa. and which residue n or Xaa represents. 



Use of <213>Organism 
(NEW RULES) 



Use of <220>Feature 
(NEW RULES) 




Patentln ver. 2.0 "bug" 



Sequence(s) «^ are missing this mandatory Tietd or its response. 

-to- 

Seauence(s) are ~iccinnm»<?7n> Feature and associated headings. 

Uii of <220> to <223> isMANDATORY if <213>ORGANISM is "Artificial" or "Unknown" - 
Please explain source of genetic material in <220> to <223> section. 

(See • Federal Register," 6/01/9*^^ 

^^iTTHnioTu^^ of Patentln version 2.0. This causes a corrupted 

file resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence listing). 
Instead, please use "File Manager or any other means to copy file to floppy disk. 




AKS-Biotechnology Systems Branch- 5/1 5/99 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/101,4 23 



DATE: 08/09 
TIME: 14:53:45 



Input Set : A:\ES.txt 

Output Set: N:\CRF3\08092000\I101423.raw 

<110> APPLICANT: Rudland, Philip S. 

Barraclough, Roger B. 
<120> TITLE OF INVENTION: Metastasis Inducing DNA-s 

IZZZT^LZl —fus 09/101, 423 

10 <151> PRIOR FILING DATE: 1997-01-10 
W--> 11 <160> NUMBER OF SEQ ID: 6 



W--> 
W--> 

w--> 



3 
4 
5 
6 
7 



ERRORED SEQUENCES 



13 
14 
15 
16 
18 



<210> 
<211> 
<212> 
<213> 
<400> 



SEQ ID NO: 1 
LENGTH: 1033 bas 
TYPE: DNA 
ORGANISM: Homo 
SEQUENCE: 1 



E--> 
E--> 
E--> 
E--> 
E--> 
E--> 
E--> 
E--> 
E--> 
E--> 
E--> 
E--> 
E— > 
E--> 
E--> 



19 cttccttggt gctctatgtc 



20 
22 
23 
25 
26 
28 
29 



60 

tctgggacag 

120 
ttcacgtagc 

180 
taactgagca 

240 



ccataaccat 
cttgacagac 
ccctttttgc 
ctgaggaccc 
gggaagttgt 
cacactcagg 
gcctcgagga 
3 2 ttgatctgct gccttaaaaa 
33 cactttaggt 300 

35 gggaagtcac tagcatatct 

36 agtggtggcc 360 

38 ttgtgtgagc agcatggcgt 

39 ttgcaacact 420 

41 cgaggctctt cttcagtatt 

42 agaatacagt 480 
catgtgagga gaatcccaat 
ccattcttca 540 
agatacagaa ttattcttgg 
gtgagtttac 
ttcaggttaa 
ttatcctgga 

tatacctctg tgggaagcag 
ttgatactgc 720 

56 ttgaactcaa gagaactttg 

57 gaaactgtct 780 

59 gatgctctca ataaagttgg 

60 tatctgctcc 840 
63 attcttccgc tcccacggcc 



44 

45 
47 
48 
50 
51 
53 
54 



600 
tcagcattgc 

660 



e pairs 
apiens 
ttgcctctcc 
tcccctctgc 
ctcccatctg 
gagctcagag 
gccaattgga 
gatgggtcac 
gtatcatggt 
aggggaacca 
gcgtcaggag 
actgtgtttt 
ttactgttgg 
gtttttgata 
ctcatgtgat 
ctcttgcacg 
tctacagcac 



ccttctccag tcccattaag 
tctcctgttg gcgcctgagt 
gatgacctag tagaagacgt 
atttaaagtg agtctgggga 
tgactaaccc agactattgt 
atctgagaaa ggtttctagc 
gtgcagcata ctcaggctgc 
ctggtgttga acatggtcca 
aaaacgagag tctgtgacct 
catgctcctt gtggatggga 
tattcaagta aatgcttaaa 
catgcagctt gtccttgtga 
ctttcttaac cgatggagta 
agacgttagt ctgtcctgtt 
taaacccacc accgatagac 
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RAW SEQUENCE LISTING 

PATENT APPLICATION : US/09/101,423 



DATE : 
TIME 



08/09/2000 
14 : 53:45 



E--> 
E--> 



W--> 
E--> 
E--> 
E--> 
E--> 
E--> 
E--> 
E--> 
E--> 
E--> 
E--> 
E--> 
E--> 
E--> 
E— > 
E--> 
E--> 
E--> 



l\ ~ 9 g c t c«aac, g a gatt a t aa aetata 

67 gatgatgggt 960 Aaacattta cttggagaac tcaagacccc 

69 ggaatcgetc cccagaaaca taaacattta ^ yy y 

70 tttgtagaca 1020 
72 taactcccat ggt 

74 <210> SEQ ID NO: 2 

75 <211> LENGTH: 1058 base pairs 

76 TYPFl- nMA 



-> fl/V5l3> ORGANIS_M 

? 7 8 9 ^StSS^SU^ — ^ ^^^^ ttaag " g9t 

82 Sgttga «attc£tgc cacaaacgct ctacatgttt tcacaa.tac 

83 acttgcaacc 12 0 _ aaaat(J tg atgggacagg gtcggggaaa 

85 tgtggtcagc agecagaatt tagggatgrg a yyy 

86 gaaggagaag 18 ° „ tt , aacitcc a aacagctcca ggagactatc 

88 ggtaaaggaa agacagcacg ttaaagrcca a y 

89 tgtagaaata 240 ^ t tgtttttcaa tgggtatege 
91 acatcagacc atgaggagaa ttgatatcat ^g 

95 S^ga ttaaaaataa ttactgctgg cactaaatcc aattggaaat 
98 att^te cacttcatgc tgctaccata tgcctgacgt ggcggagcag 
lO^tcc^ctg ataaatagta ctttgtaaa* atttggagac gggagctctg 

102 gtgacaggga 480 t cccga tagag gccctctttg 

104 acaegtacaa accggcctgt ttatca^gu 

105 aegtacagga J40 cttccatgaa gccttgttca 
107 ccccaaaaca gtcaggatgc uy«-y 

i°i'o ££££ aagcagU cact gtCt ac cacaa gtgg c ac« t c=aaa 
"13 r t 9 a« gg C a a g c 9 c W c -a 9 ct g ata 

U6 tggcttttct tt 9 aacaccc cactcaagga aaaaaaaaca 

ii ? 9 tctttata.a g a tg ct t aa g t«aaac 5 a 9 

"« :o gg c«t a a 9 t t cca«taa t 9aat ggt9 tc cctacaaagg aa g aaac tg g 
III llUllllll tgfSU agaga^aacg tg a gg a g c tg aagaggagca 

i 2 29 SEES ^~- tat tcacact9ag caaacca9tc at9t9t999t 

if 2 caa.actcac acattcgaac g ctt gg tc 

134 <210> SEQ ID NO : 3 

135 <211> LENGTH: 1008 base pairs 

136 <212> TYPE: DNA 




1033 



{ok iii 




1058 
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DATE: 08/09/2000 
RAW SEQUENCE LISTING uo/ / 

PATENT APPLICATION: US/09/101 , 423 TIME: 14:53.45 

Input Set : A:\ES.txt 

Output Set: N:\CRF3\08092000\I101423.raw 

137 <213> ORGANISM: Homo sapiens 
.--> Ill aiLSS^^tccc « cc agaa9gtt ,taa tg c tgt 

E -> \\\ £££~ ^acaLa t^cacata cac« aC a ga g ac aCaCatt ^S^^ 

144 cagcagcata "0 tctt aaaaat ttta agctaaaatt 

E--> 146 agaacacaat cacaaataaa aaaddtL ' y 

...> \\l SSSUS «.t££tct *t.tt«ttt aaa ? a«tat ttatttaatg 
E „> i|° a ccctccagac atagcagtac agg gc a tc gg atcccattac 

,„> III tClTcll gtgg ^cac a gatggttgt g a g ccacca t gtgg «tca g 
.„> Ill ^a^ca, tca^ctc, taacctct.a g cca t c t c t c 

.--> lei £££££ t«t£U -acacaac ttctetttcc tit-*** 
...» f 6 4 SSSS ^aataaa ggagggaa a g t cac a « g ca 
«--> "67 ^c^rt aaa^aU t g ccat g aaa tg ac tgg cct .ccttctcat 

K .-> "S c^aftccfc c ttt «ac tg g a gCt cc ttt a tc t aa t «a tt a gt « g ac 

,_-> X73 llltllllH .tttgLt «« a a g aca ^tcacc atata.ccct 

B .-> Si a ag cSa tgt a g aLa g ^ g cc^ a.ctcaaa.. a.atctatct 

E -> m KSS^ - g9 c« gtg ctacc.a.tc tggt c tgagg c tttgg a g ca 

E ..> \H lllTolllll t aa gg atc t c taag c tag ca gta a g ta g cc ta g ccat g ot 

.--> Ill «i c C a g cacaaa gg ca g tcac t aaac gt c gg c 

,--> Ill tgcJi'tcc ttgtg ctct t cc tgtgt cc t cc tg9 aac 

E--> 190 1008 

192 <210> SEQ ID NO: 4 

193 <211> LENGTH: 1088 base pairs 

194 <212> TYPE: DNA 

195 <213> ORGANISM: Homo sapiens 

«--> III ::« ggg " a c E a c ag cUc t t gatt aa gat gtt tc ttggg aaaa ggagtt 
E -> 20 9 1 lllltlllll g aaa ggaCtg c taat t gggg agg caat g t t g cttaa« gg 
..-> III llllllllll a g c t ctc t cc c agtgg cc tt tcctgttttt ggCtCtggg a 

»--> 111 117*1*111* t gcagg ca tt c taagg9 ct g trteccttcc 

208 cctctgtcca 240 
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RAW SEQUENCE LISTING 

PATENT APPLICATION : US/09/101,423 



DATE : 08/09/2000 
TIME: 14:53:45 



E--> 



E--> 



E--> 



input Set : A:\ES.txt 

Output Set: N:\CRF3\08092000\I101423.raw 
E -> 210 aactcagtga ggtatccctg tctgtgctg* ccttagagtg ccgtcctgag 
E -> III gtfaaggSt ctggatctga gctgcctcag ggaaacgcat gagctcattg 
E -> lit Tclllllll aggtgttggc tgtgacctca gaattctgag gggcaaaggt 
220 Tcllltlll agagcaagtt tgagactggc ctgggaacaa aaatataaag 
223 catatgafag cacctgagga gtcctgtccc tagagatcat aaggacctgg 
22 4 6 atggcacttt gtgtcgagag aggggacctg ccccagcatg 

B -> 229 gaagS tggattaact gtgaacactg attgctgctt tatacctgga 
E -> 232 Sggtac acatctgctg ggtgaatgag ttcatgggct ttatttcagt 
E -> 235 ££££ aagaaggact ggtgccacaa agcacagctt ttaaatctgt 
E -> 238 9 ccfttatgg C a ctatcataac tgagtgcagg tatcaagaat actttagcag 
E -> III g£E£ tgcgcaacga ccaaaactga actcaaaaat caagcatggc 
,.-> 244 gaagcacttg cctttactgc attgtgcgac ttgacggtag 

..-> 247 gfatg^acaa cacgtgggct ttgggctgca caggccacca cgccgtgcct 

E -> 251 ag^caggtt tgtggctatg tcctatgact tggacttact tttattgcac 

2 52 atataaatat 1080 

tttcctgc 1088 
<210> SEQ ID NO: 5 
<211> LENGTH: 960 base pa^rs 
<212> TYPE: DNA 
<213> ORGANISM: Homo sapiens 

<400> SEQUENCE: 5 Atat±XitXxit aggaagggtt ccatgaacct 

gagggggtgg tggcacagtt atgtttttgt aggaaggy 

^gggSagfa atttaaaagc cctgagggga attttttttt taaatcgcta 
a^gaaaaa cagatcagaa acgttcttgt gcttcagaaa aggacaagtg 
E -> 2 272 caga*^ actggtgttc gaggcacatc tggatcacag gagcgtcaga 
E -> l]l aaaggS gcatttgctt gcacagtacc gagtgtggtg gggggtgcct 
E -> 278 ggS^aac cttcctgatg cttcgaccct ttaatacagt gcctcatgct 
E .-> 281 tlllTct^ aaaattattt ttgttgctgt tcataactgt gattttgata 
«--> 284 ttgtaatata aataattttg aagaaagagg tttgccaagg gtttgagaac 



E--> 



E--> 



E--> 



254 

257 

258 

259 

260 

262 

263 

264 

266 

267 

269 

270 




0$ 
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DATE: 08/09/2000 

PATENT^AP PLICATION : US/09/101, 423 



DATE: Uo/uy/zu* 

RAW SEQUENCE LISTING _ ^ ^ TIME : 14:53:45 



Input Set : A:\ES.txt 

Output Set: N:\CRF3\08092000\I101423.raw 



312 
313 
314 



285 tgctgttcta 480 ggtttttatg aggcagagtc 

-> 287 gccccacgtg gatggttttt cgtcat^gg yy 

.-> Ill SSS^ a * ctga9gaata acctt99aac 

-, 293 ggc«a gtCC tcaagaaact 59 aaaU 9 ct gg a g ~t g g C 

294 tacttgtggg 660 tttrcaccct gtcggccccc 

-> 296 ttcctttttc ttcaaacctt ttctactctt tttccacccx gi: gg 

297 taacactaaa 720 „„„„* » aaa aaccc ctgaataacg 

--> 299 taagaaagag aaaggggagc atagagggga aaagaaaccc ctg 

300 tcagtagttg 780 .rcacatcct ggtgattaag 

-> 302 gcaaaggggg gtgacatatg ttgtcattag accacatcct gg g 

._> Ill 111111?*% caagtttga, ctttcgtgta acgatatcta .tttcttcte 
__> foe S^SS aaca^act tgataaccca caatggacca tcaaccaacc 
309 aaccaaccat 960 
311 <210> SEQ ID NO : 6 

<211> LENGTH : 1090 base pairs 
<212> TYPE: DNA 
<213> ORGANISM: Homo sapiens 
316 <400> SEQUENCE : 6 i-frl-nanettc 
,.-> 317 ttgtctctgg tgttacttgt tttcccattt ctgacagtgg tttgaccttc 

,--> 320 ZlZllZ gtg c4ta 9 a cc t a« tt cc t*«tcttt ca 5 c=a 9 tta 
,„> 323 £££££ gt ca g at g tg «****~ tgtccactga c^tcaagct 
E -> 326 «ct 9 tccctacttc tac^ccc c t ac g caca g 

E -> 329 llllltlZ t**t"ctc taga.cctga aatgtgggca ga g a gt a gt c 
E -> 332 ESSE* *- t tcccc t -gaaggtct agctctccc* tccatgggat 

333 atgggtgcag 360 gggtgcagtc tggaccgcag 

E— > 335 ggagctgttt gaccaggtcc tctcaaatcc ggy y y 

336 gctcctgtag 420 ggcacccaag tttcctcttg 

E--> 3 38 cttgcctgct gcaatcttcc cgcacccaga yy«~ 

E -> 341 HHTdltl 9 «a gtggcaa.ct ctcctgccct agcgtctcag 
E -> 344 acttSc aatccgctct ctcttccaca 9 ca OT a g ct 

345 gtgggccggt «>° aaccagttag aaactggaag tgtcaggtcc 

E--> 348 atcaggcaaa ggtttgaggc <iai.>~ay ? 

349 cagaggaatt 660 „,„„ n .natt-actta aagcagaaaa 

E-> 351 ttgcctttgt g t g tcct g a g tccacca gg c aggtcacttg gag 

.--> 3 5 54 S« caggcctgaa g^gcacctc aggg tt ggc t ^cagctgta 

E -> 3" aaaal^aa gatagctatc atgcagcaag gc t t gtgt aa 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/101,4 23 



input Set : A:\ES.txt 

Output Set: N:\CRF3\08092000\I101423.raw 

E _> 3I0 Scttt at.acttact tttgctgtac t g a gg atcaa acetate 
E _-> III tct g tcact g atcca.ctcc atttctattt tcttttgtcc 

366 cSa agaaaacacg cta^acat acgaatcctt g ct g ca g cca 

367 aaacttttat 1020 ., a ,., t , r , r 
E -> 369 tgaatcttaa ggagaagccc gcgcaccgga ctggcgcggt ttatatacac 

370 cctagcacag 1080 

1090 



tgcatccaca 




\W\WPT\0114pusa\sequence list with pg #s.wpd 

7-21-00 
7/24/00 
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DATE: 08/09/2000 
TIME: 14:53:45 



^00 





IS 
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L 
L 
L 
L 
L 
L 



DATE: 
TIME 



08/09/2000 
14:53:46 



VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/101,4 23 
Input Set : A:\ES.txt 

Output Set: N:\CRF3\08092000\I101423.raw 

5 M-283 W Missing Blank Line separator, <120> field identifier 

6 ^283 W- Missing Blank Line separator, <130> field identifier 
M : 2 83 Si Missing Blank Line separator, <1\%J^ 

11 M:283 W: Missing Blank Line separator, <160> ^^^^^".i 
19 M-254 E- NO. of Bases conflict, LENGTH : Input : 0 Counted:50 SEQ 
_.19 M:112 C: (48) String data converted to lower case, 
M:112 Repeated in SeqNo=l 

M:254 Repeated in SeqNo=l ^„ n . required 

L-78 M-282 W: Numeric Field Identifier Missing, <213> is required^ 
l':79 ^254 E: No. of Bases conflict, LENGTH : Input : 0 Counted:50 SEQ 
M:112 Repeated in SeqNo=2 

"140 M e 25f e E d No^Ises conflict, LENGTH : Input : 0 Counted:50 SEQ:3 
M:112 Repeated in SeqNo-3 

M L : 2 198 M e HfE d No.'ofrases conflict, LENGTH: Input :0 Counted:50 SEQ:4 
M:112 Repeated in SeqNo-4 

SSE M e KfE d No.'STases conflict, LENGTH : Input : 0 Counted : 50 SEQ:5 

M:112 Repeated in SeqNo=5 

l;317 ^254^ No^of Bases conflict, LENGTH : Input : 0 Counted:50 SEQ:6 
M-112 Repeated in SeqNo-6 

"'fit TsTl* Ottilia A*ino Acid in Coding Region, NUMBER OF INVALID KEYS 
375 M:258 W: Mandatory Feature missing, <220> not found for SEQ ID* 6 
375 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID* 6 
375 M-258 H: Mandatory Feature missing, <222> not found for SEQ ID .6 
75 M:258 W: Mandatory Feature missing, <223> not found or Q 

« nn «. tARs "n" or "Xaa" used: Feature required, for SEQ id* . o 
111 M 320 e'- m Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS : 1 
L-37 M 320 E ' 1 Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS : 9 
^ 378 H-lll I- NO of Seq. differs, <211>LENGTH : Input : 1090 Found:1107 SEQ:6 



SB 




V 




L : 
L ; 
L : 
L : 
L; 
L 
L 



file://C:\CRF3\Outhold\VsrI101423.htm 



8/9/00 



